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SUMMARY 
Adventitious root formation allows clonal propagation and rapid fixation of superior 
genotypes prior to their introduction into production or breeding programs. This strategy is 
often used for long-lived woody species. Nevertheless the inability to initiate adventitious 
roots remains an obstacle for elite genotypes of many crop and woody species and the 
regulatory mechanisms are still not well understood. The hormone auxin is one of the main 
endogenous factors controlling adventitious root formation and the superroot (sur1 and 2) 
mutants over-produce auxin and spontaneously make adventitious roots. In an attempt to 
identify new genes involved in the regulation of adventitious rooting we performed a screen 
for suppressors of the sur2 mutation. 2345 independent M2 families derived from sur2-1 
homozygote seeds mutagenized with EMS were screened for the suppression of the 
adventitious root phenotype. 38 suppressors were confirmed in the M3 progeny. F2 mapping 
populations after crossing with atr4-1, a sur2 allele in Col-0 background, have been produced 
for all of these suppressors. A more detailed characterization was performed for the first 
eleven suppressors. Complementation tests indicate that they belong to six groups of 
complementation. Their position on the chromosomes has been established and the map based 
cloning for these six genes is in progress. For selected mutants, the free and conjugated IAA 
levels were quantified. In suppressors srs1 and srs2 the total auxin content is back to the WT 
level, while in the suppressors srs5, srs6, and srs7 the free IAA level is similar as in sur2-1. 
These preliminary data show that these mutants will allow in the future to identify new genes 
that not only regulate adventitious root formation but most likely also auxin homeostasis. 
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